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GeneScan reagent |

T: +27(0)51 4019111 | info@ufs.ac.za www.ufs.ac.za

GMO Testing Facility




-

7500 BGR-AELFand FG.I":A I";"I':_IE
software vaa LS r‘nult[::IE:-: VEMEION L

Tologinto the software, either;
« Click"Login as Guest to log in anonymously, or

.ﬂu:rn::bat, F'DFCreatcr: T » Selectan existing user from the drop-down list-or enter a new
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Instrument Connection Failed

Cannot connect to the instrument.
If your computer is connected directly to the instrument (colocated), check the instrument power and the instrument-computer connection, then click "Retry.”

If your computer is not connected to the instrument, click "Continue without Connection.”
To start the software next time without connecting, go to Tools = Preferences, then change the selections on the Startup tab.

! Continye without Connection

©2014. Life Technologies Corporation. All rights reserved.
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File Edit Instrument Analysis

Tools Help

New Experiment|~| -5 Open.. [= Save - = Close | S® Export.. ~ £4 PrintReport.

Experiment Menu <

E Experiment Properfies

Plate Setup

Run Method
Reaction Setup

Materials List

Expeniment: Untitled Type: Standard Curve Reagents: TagMan® Reagents 9)

Experiment Properties

n Enter an experiment name, select the instrument type, selectthe type of experiment to set up, then select materials and methods for the PCR reactions and instrument run.

How do you want to identify this experiment?

* Experiment Name: | Untitled i

Barcode (COptional): | |

User Name (Optional): | |

Comments (Optional): -

| A.nal_ysis

s

| 4

Which instrument are you using to run the experiment?

( < 7500 (96 Wells) 1 [ 7500 Fast (96 Wells) ]

«

Setup, run, and analyze an experiment using a 4- or 5-color, 96-well system.

m

What type of experiment do you want to set up?

[ ~ Quanitation - Standard Curve ) (. Guantation . Reiative Standara cuve | (L @uanitation - copparane craacy |

[ Melt Curve J | Genotyping | {

Use standards to determine the absolute quantity of target nucleic acid seguence in samples.

Which reagents do you want to use to detect the target sequence?

[. 4 TaqMah@ Reagents 1 [ SYBR® Green Reagents 1 [ Other ]

The PCR reactions contain primers designed to amplify the target sequence and a TagMan® probe designed to detect amplification of the target sequence.

Which ramp speed do you want to use in the instrument run?

{ ~ Standard (~ 2 hours to complete a run) 1

Crr mwdimasl recnilbe with drs cbsmdared raman crnand Aenlind Discostsmme rnsnmmaande teins standsrd resnantbe farumnire DOD rnsetinm e

# Home | & Untitled = |
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File Edit Instrument Analysis

Tools  Help

New Experiment =~ (=5 Open.. | Save ~ 5 Close ‘ A% Export.. ~ S} PrintReport..

Experiment Menu

Experiment Properiies

Plate Setup

Run Method

Reaction Setup

Materials List

Analysis

Expenment: Untitled Type: Standard Curve Reagents: TagMan® Reagents @)

Experiment Properties

a Enter an experiment name, selectthe instrument type, select the type of experiment to set up, then select materials and methods for the PCR reactions and instrument run.

How do you want to identify this experiment?
ey e et NamE: __ i

Barcode (Optional): | |

User Mame (Optional): | |

Comments (Cptional); -

Which instrument are you using to run the experiment?

( + 7500 (96 Wells) 1 [ 7500 Fast (96 Wells) ]

«

Setup, run, and analyze an experiment using a 4- or 5-color, 96-well system.

What type of experiment do you want to set up?

{ ¥ Quantitation - Standard Curve | [ Guantiation - Relatie stansad cuve | [ Quantiation comparatne craacn |
[ el Cuve J | Genatyping J { Presencel/Apsence

Use standards to determine the absolute quantity of target nucleic acid sequence in samples.

Which reagents do you want to use to detect the target sequence?

F . T.'aqMah@ Reagenm 1 [ SYBR® Green Reagents ] [ Cither ]

The PCR readtions contain primers designed to amplify the target sequence and a TagMan® probe designed to detect amplification of the target sequence.

Which ramp speed do you want to use in the instrument run?

( ~ Standard (~ 2 hours to complete a run) 1

Car ardimnal racule aith tha rtandard raoan cnand Annlind Dincustnme racammannde cina ctandard raanante farunr DO D raactinne

#& Home | [ untitled = |

m




M T AL TR X e w

—— — 1 — ===
File Edit Instrument Analysis Tools Help
New Experiment - (-5 Open.. [d Save ~ 5 Close | &@ Export.. ~ &) PrintReport..
Experiment Menu <« | Experiment: Double Screen Type: Standard Curve Reagents: TagMan® Reagents 9)
Experiment Properties
: : - a Enter an experiment name, selectthe instrument type, select the type of experiment to set up, then select materials and methods for the PCR reactions and instrument run. BEx
Experiment Properties

Plate Setup How do you want to identify this experiment?
* Experiment Name: _ i
Run Method

Barcode (Optional): | |
Reaction Setup User Name (Optional): | |

" Comments (Optional); 2
Materials List

Which instrument are you using to run the experiment?

~ Analysis [ ~ 7500 (96 Wells) ] [ 7500 Fast (96 Wells) ]

Setup, run, and analyze an experiment using a 4- or 5-color, 96-well system.

m

What type of experiment do you want to set up?

{ ~/ Quantitation - Standard Curve ] [ Quantitation - Relative Standard Curve. ] [ Quantitation - Comparative C1 (AACT) ]
. Vet Curve J | Genotyping J | Fresence/absence l

Use standards to determine the absolute quantity of target nucleic acid sequence in samples.

Which reagents do you want to use to detect the target sequence?

F ~ TaqMan® Reagents 1 | SYBR® Green Reagents ] [ Other |

The PCR reactions contain primers designed to amplify the target sequence and a TagMan® probe designed to detect amplification of the target sequence.

Which ramp speed do you want to use in the instrument run? L

[_ -/ Standard .['~ 2" F]ours to oumﬁ!éte a run'}' _]

-
<< Crr antimmal racolie aeith thn cdandard raman cnond Annlind Qincectame racammoande aecina ctandard ronannnte farvnr DD raadtinne

ﬁ Home

] Untitled > |




File Edit Instrument Analysis Tools Help

[i] Mew Experiment ~ (5 Open.. [l Save - &5 Clase| @ Export.. ~ £ Print Report..

Expenment Menu « | Experiment: Double Screen Type: Standard Curve Reagentis: TagMan® Reagenis @)

Experiment Properties

= ; n Enter an experiment name, selectthe instrument type, selectthe type of experiment to set up, then select materials and methods for the PCR reactions and instrument run. Sl
Experiment Properties

How do you want to identify this experiment?
* Experiment Name: ! |
Barcode (Optional), | |

Reaction Setup User Mame (Optional): | |

Comments (Optional): a
E Materials List

Run

Plate Setup

Run Method

| 4

Which instrument are you using to run the experiment?

Analysls . ( ~/ 7500 (96 Wells) 1 [ 7500 Fast (96 Wells) 1 —

Setup, run, and analyze an experiment using a 4- or 5-color, 96-well system.

What type of experiment do you want to set up?

Quantitation - Comparative CT (AACT) ]

=
_

{ -/ Quantitaticn - Standard Curve 1 [ Quantitation - Relative Standard Curve.

I Melt Curve ] | Genotyping Il PresencelAbsence ]

Use standards to determine the absolute quantity of target nucleic acid sequence in samples.

Which reagents do you want to use to detect the target sequence?

[ -/ TagMan® Reagents ] [ SYBR® Green Reagents ] [ Other ]

The PCR reactions contain primers designed to amplify the target sequence and a TagMan® probe designed to detect amplification of the target sequence.

Which ramp speed do you want to use in the instrument run? L

( -~ Standard (~ 2 hours to complete a run) 1

m

« Coar ardimnal roei e wibis ths cbamdared remam crand Anelind Qincostnmne racamemande deima ctamdnard rasnnnte far one DD rnscdinm e

A Home |50 Untitled % |
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File Edit Instrument Analysis Tools Help

New Experiment = [ Open.. [ Save - [ Close ‘ 4@ Export. ~ B} PrintReport..

Experiment Menu <« | Experiment: Double Screen Type: Standard Curve Reagents: TagMan® Reagents @)

: 5 a Enter an experiment name, selectthe instrument type, selectthe type of experimentto set up, then select materials and methods for the PCR reactions and instrument run. E
Experiment Properfies

Plate Setup How do you want to identify this experiment?
* Experiment Name: |

Run Method
Barcode (Optionaly. | |

Reaction Setup User Name (Optional); | |

Comments (Optional): -

Materials List

R confirm Instrument Type Che

@ Are you sure you want £g

ysis

Setup, run, and anal){

m

[ Sl b ] [ Quantitation - Relative Standard Curve J [ Quantitation - Comparative CT (AACT) 1

[ Melt Curve ] | Genatyping | | Presence/Apsence |

Use standards to determine the absolute quantity of target nucleic acid sequence in samples.

Which reagents do you want to use to detect the target sequence?

[. e TaqMah@ Reagenm ] [ SYBR® Green Reagents 1 [ Cither ]

The PCR reactions contain primers designed to amplify the target sequence and a TaghMan® probe designed to detect amplification of the target sequence.

Which ramp speed de you want to use in the instrument run?

[

( ~ Standard (~ 2 hours to complete a run) ]

<< Crr rndimnsl recolbe with Hros cdsndsred ramas crand Annlind Dincostemme rasnmamannde teins standsed rasmante farwsre DOD essedinm e

# Home | 53 Untitled = |
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File Edit Instrument Analysis Tools Help

New Experiment ~ (-5 Open.. |m Save - 3 Close ‘ S Export. ~ Eh PrintReport.

Experiment Menu<« | Experiment: Double Screen Type: Standard Curve Reagents: TagMan® Reagents 9)

Experiment Properties

n Enter an experiment name, selectthe instrument type, select the type of experiment to set up, then select materials and methods for the PCR reactions and instrument run.

How do you want to identify this experiment?

* Experiment Name:

Experiment Properfies

Plate Setup

Run Method

DCILID|E Screen

Barcode (Optional). | |

Reaction Setup User Mame (Optional): | [

Comments (Optional):
Materials List

Which instrument are you using to run the experiment?
~ Analysis 7500 (96 Wells) J 7500 Fast (96 Wells) ?

Setup, run, and analyze an experiment using a fast cycling 5—color, 96-well system.

What type of experiment do you want to set up?

¥ Quantitation - Standard Cuve. ) | | Quantitation - Relative Standara cuve | | Quentation - comparative ox (aacn |

Mt Curve Ll Genotyping | Presence/Absance |

Use standards to determine the absolute quantity of target nucleic acid sequence in samples.

Which reagents do you want to use to detect the target sequence?

[ SYBR® Green Reagents ] [ Other ]

The PCR reactions contain primers designed to amplify the target sequence and a TagMan® probe designed to detect amplification of the target sequence.

Which ramp speed do you want to use in the instrument run?

[ Standard (~ 2 hours to complete a run) } [ - Fast (~ 40 minutes to complete a run) ]

« For optimal results with the Fastramp speed, Applied Biosystems recommends using Fast reagents for your PCR reactions. -

A& Home | B Unfitied < |
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File Edit Instrument Analysis

Tools

Help

Mew Experiment - (5 Open.. | Save - 5 Close ‘ A% Export. ~ & PrintReport..

Experiment Menu <

Experiment Properfies

Plate Setup

Run Method
Reaction Setup

Materials List

ﬁ [

Expenment: Double Screen

Type: Standard Curve Reagents: TagMan® Reagents

Ci

Barcode (Optional) |

User Name (Optional): |

Experiment Properties

How do you want to identify this experiment?

START RUN |2

n Enter an experiment name, selectthe instrument type, select the type of experiment to set up, then select materials and methods for the PCR reactions and instrument run.

?)

* Experiment Name: EDouble Screen

omments (Optional}:

Which instrument are you using to run the experiment?

[

7500 (96 Wells) ] [ 7 7500 Fast (96 Wells) 1

Setup, run, and analyze an experiment using a fast cycling 5-color, 96-well system.

| 4

What type of experiment do you want to set up?

[

+ Quantitation - Standard Curve M Quantitation - Reiative Standarg curve | | Quantitation - Comparative CT (AACT)

|

Melt Curve } [ _Genotyping } [

Fresence/Absence

Use standards to determine the absolute quantity of target nucleic acid sequence in samples.

Which reagents do you want to use to detect the target sequence?

[

-/ TagMan® Reagents ] [ SYBR® Green Reagents ] [

Other

The PCR reactions contain primers designed to amplify the target sequence and a TagMan® probe designed to detect amplification of the target sequence.

Which ramp speed do you want to use in the instrument run?

~/ Standard (~ 2 hours to complete a run) 1 [ Fast (~ 40 minutes to complete a run) 1

Far optimal results with the standard ramp speed, Applied Biosystems recommends using standard reagents for your PCR reactions.

m




@ 7500 Software v23

File Edit Instrument Analysis

Tools Help

New Experiment = (7 Open.. |= Save - [ Close | £ Export.. - Sk PrintReport..

Expenment Menu <

E‘ Experiment Properfies

Run Method

Reaction Setup
Materials List

= Ana[;,'sis

«

Expeniment: Double Screen Type: Standard Curve Reagents: TagMan® Reagents 9)

Experiment Properties

n Enter an experiment name, selectthe instrument type, select the type of experiment to set up, then select materials and methods for the PCR reactions and instrument run.

How do you want to identify this experiment?

* Experiment Name: EDoubIe Screen |

Barcode (Optional): | i

User Mame (Oplional): | |

Comments (Optional}: i

Which instrument are you using to run the experiment?

| 4

[ 7500 (96 Wells) ] [ +/ 7500 Fast (96 Wells) 1

Setup, run, and analyze an experiment using a fast cycling 5-color, 96-well system.

What type of experiment do you want to set up?

|

¥ Quantitation - Standard Gurve | [ Quentition - Relative Siandaracuve ] [ quantitaion - comparative criancn ]
—

I Melt Curve ] | Genotyping | | Presence/Absence ]

Use standards to determine the absolute quantity of target nucleic acid sequence in samples.

m

Which reagents do you want to use to detect the target sequence?

[ -/ TagMan® Reagents ] [ SYBR® Green Reagents ] [ Other ]

The PCR reactions contain primers designed to amplify the target sequence and a TagMan® probe designed to detect amplification of the target sequence.

Which ramp speed do you want to use in the instrument run?

( - Standard (~ 2 hours o complete a run) 1 [ Fast (~ 40 minutes to complete a run) 1

For optimal results with the standard ramp speed, Applied Biosystems recommends using standard reagents for your PCR reactions.

A& Home | 5] Untitled > |




File Edit Instrument Analysis

New Experiment = [ Open..

Tools Help

. Il Save - i Close | &8 Export. ~ £} PrintReport..

Experiment Menu

Experiment Properties

Piate Setup

Run Method

Reaction Setup

Materials List

. Analysis

«

Expenment: Double Screen

Type: Standard Curve Reagents: TagMan® Reagents Q_))

[ Define Targets and Samples T Assign Targets and Samples ]

a Instructions: Define the targets to quantify and the samples to testin the reaction plate.

Define Targets Define Samples

| Add Mew Ta!getj Add Saved Target ! Save Target d Delete Targetﬂ ‘ | Add New Sample ‘ Add Saved Sample ﬂ Save Sample = |
Target Name | Reporter Quencher Calor Sample Name Cuolor
[Farcet 1 h |||:AM v]NFa_MGE v.l_ | - [sample 1 || i =

Refer to page 19 of the Eurofi
35S/NOS/IPC kit insert for reporter and quencher information

-

s GeneScan GMOScreen RT

Define Biological Replicate Groups

a Instructions: For each biological replicate group in the reaction plate, click Add Biological Group, then define the biclogical group.

| AdaBislogical Group | 0= icte Eioioic

dl s oup

Biological Group Mame

Color Comments
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File  Edit Instrument Analysis Tools Help

New Experiment = (-5 Open.. s Save - (3 Close | &% Export. » £ PrintReport..

Experiment Menu <« | Experiment: Double Screen Type: Standard Curve Reagents: TagMan® Reagents @)

[ Define Targets and Samples T Assign Targets and Samples ]

a Instructions: Define the targets to quantify and the samples to testin the reaction plate.

Experiment Properties
Define Targets Define Samples

4 Plate Setup

| Add-NewTarget_l Add'Saved-T'a:getI SaveTarge&_' De#ete‘l’arget! | | ﬁdd-New'Sammel AddSa\red-S'ampiiﬂ Save Sample.  Delete Sample |

il Run Method
Target Mame Reporter Quencher Calar Sample Name Color

Reaction Setup | h ||FAM v]NF{]—MGE v_l: - |Sample1 -
Materials List

Refer to page 19 of the Eur

(@]

ins GeneScan GMOScreen RT

35S/NOS/IPC kit insert for reporter and quencher information

Define Biological Replicate Groups

a Instructions: Far each biological replicate group in the reaction plate, click Add Biological Group, then define the biological group.

| MENOMWPI Dilei

Biological Group Mame Color Comments

«

A& Home |50 Untitled % |




B 7500 Software v2.3

E=nno
File Edit Instrument Analysis Tools Help
New Experiment - 5 Open.. |= Save - [ Close | &% Export_ - % Print Report..

Experiment Menu <« | Experiment: Double Screen Type: Standard Curve Reagents: TagMan® Reagents @)

[ Define Targets and Samples T Assign Targets and Samples ]

n Instructions: Define the targets to quantify and the samples to testin the reaction plate.

Define Targets Define Samples

Experiment Properties

late Setup

| Add-NewTarget_! Add'Sav&d-T'a.rgetl SaveTarge&_I De%etel’arget! | | Add-Nev.iSampie' Add.Saved-S'ampien Save Sample Delete Sample ‘
Run Method
Target Name Reporter Quencher Color Sample Mame Color
REaEtol Sote 50355 ||FM1 leone | - [sample 1 m
MNFQ-MGB
< : None
i tat None |
! aterials Lis ey

=ty

Refer to page 19 of the Euro
35S/NOS/IPC kit insert for reps

ns GeneScan GMOScreen RT
ter and quencher information

- Ana [ys is

Q
-

Define Biological Replicate Groups

n Instructions: Faor each biological replicate group in the reaction plate, click Add Biological Group, then define the biclagical group.

| MdEﬁNoMG(MpI Bj:]

Biological Group Mame Color Comments

——

«

A& Home | untitled % |
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File Edit Instrument Analysis Tools Help

New Experiment ~ (5 Open.. [ Save - (5 Close | 5# Bxport. ~ £} PrintReport..

Expeniment Menu <« | Experiment: Double Screen Type: Standard Curve Reagents: TagMan® Reagents Q_))

[ Define fargets and Samples T Assign Targets and Samples 1

a Instruglons: Define the targets to quantify and the samples to testin the reaction plate.
Define ' argets Define Samples

Add Saved Target l SaveTargai' Delete Targei!

Experiment Properties

Plate Setup

| Add New Sample ‘ Add Saved Sample d Save sample

@l Run Method
Target Name | Reporter Quencher Color Sample Name Color

FEaCGH Setin 50355 ||FAM - |None e |sample 1 N -
- Materials List

o ]

Refer to page 19 of the Euro

TS GeneScan GMOScreen RT
35S/NOS/IPC kit insert for repart

er and quencher information

(@]

Ana[ysis

Define Biological Replicate Groups

a Instructions: Faor each biological replicate group in the reaction plate, click Add Biological Group, then define the biological group.

| MdEﬁmog{ta{Ga'mpi Delete Biological Group

Biological Group Mame Colar Comments

| AssmTargets sa sompes |

«

# Home | [ Untitled % |
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File Edit Instrument Analysis Tools Help

Mew Experiment ~ (- Open.. e Save - [ Close | /&# Export. - £} PrintReport..

Experiment Menu<{ | Experiment: Double Screen Type: Standard Curve Reagents: TagMan® Reagents 9)

[ Define Targets and Samples T Assign Targets and Samples ]

n Instructions: Define the targets to quantify and the samples to test in the reaction plate,

Experiment Properties
Define Targets Define Samples
Plate Setup —_— = . z :
J’| EGERAETTR TG  Add Saved Target I SaveTargeé_' De#etel’arget! ‘ | Add New Sample ' Add Saved Sample d Save Sample.  Delete Sample |
Run Method
Target Name Reporter Quencher Colar Sample Mame Color
Reaction Setip 50355 | |Fam » [Mone |~ lsample 1 N
[rarget] | [Fam v [NFa-MGB  ~ -

n Materials List

1S GeneScan GMOScreen RT
ter and quencher information

—f
-
-

Refer to page 19 of the Euro
Analysis 35S/NOS/IPC kit insert for repo

R}

Define Biological Replicate Groups

n Instructions:  For gach biological replicate group in the reaction plate, click Add Biological Group, then define the biological group.

| hddEﬁNog{'ca{G;mpI Dele

Biological Group Mame Color Comments

«

e Ln e M et < |
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= '

File Edit Instrument Analysis Tools Help

New Experiment - [ Open.. [ Save - [ Close

£# Export. - &) PrintReport..

Experiment Menu<« | Experiment: Double Screen

Type: Standard Curve

[ Define Targets and Samples T Assign Targets and Samples ]

Reagents: TagMan® Reagents

L7)

START RUN >

Experiment Properties

a Instructions: Define the targets to quantify and the samples to test in the reaction plate.

Define Targets Define Samples

Plate Satup

| Md-NewTarget_l Add'Saved-T'a!getl SaveTargeé_' De#eiel’arget! |

| Add-NewSamp%e‘ AddSa\red-S'ﬂmpiiﬂ Save Sample

Run Method

Target Mame Reporter Quencher Colar Sample Mame Color
RS SORiD |s03ss | |FAm ~ [Mane o |sample 1 -
[onas] | |Fam ~INFOMGE - -

Materials List

_ Run

. Analysis
it

Refer to page 19 of the Eur
35S/NOS/IPC kit insert for re

[ @ B » )

ins GeneScan GMOScreen RT
rter and quencher information

Define Biological Replicate Groups

0 Instructions: For each biological replicate group in the reaction plate, click Add Biological Group, then define the biological group.

| Add Biological Group | © -

Biological Group MName

Color

Comments

«

(AT s

# Home |5 Untitled x|
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File Edit Instrument Analysis Tools Help

New Experiment = [ Open.. | Save - 3 Close | &#% Export. ~ £ Print Report..

Experiment Menu<« | Experiment: Double Screen Type: Standard Curve Reagents: TagMan® Reagents Q_))

[ Define Targets and Samples T Assign Targets and Samples ]

a Instructions: Define the targets to quantify and the samples to testin the reaction plate.

Experiment Properties
Define Targets Define Samples

lsodiie | AddNewTargi! Add'Saved-T'a!getl SaveTafgeé_l De%ete]’argei! ‘ | .ﬁdd-NemiSamp%e' Hdd:Sa\.fed-Sﬂmpiiﬁ Save Sample  Delete Sample ‘
T MCS OB _Target Mame Reporter Quencher Colaor Sample Mame _ Color
—— 50355 | [Fam + [None - - |sample 1 -
50n0s | |Fan v |NFomcE v -
Materials List e >
CY5 F .
Al _ Refer to page 19 of the Eurofins GeneScan
— wecoder || GIMOScreen RT 355/NOS/IPC kit insert for
nalysis . .
. B reporter and quencher information

Define Biological Replicate Groups

a Instructions: For each biological replicate group in the reaction plate, click Add Biological Group, then define the biological group.

| Add Biclogical Group | -

Biological Group Name Colar Comments

| s Targt anasonpes |

«




File Edit Instrument Analysis Tools Help

New Experiment - (5 Open.. [d Save - [ Close | &® Export.. = 2} PrintReport..

Expenment Menu < | Experiment: Double Screen Type: Standard Curve Reagents: TagMan® Reagents 9)

[ Define Targets and Samples T Assign Targets and Samiples ]

n Instructions: Define the targets to quantify and the samples to test in the reaction plate.

Experiment Properties
Define Targets Define Samples

| Add'Nemeget_! Add'Samd'T'a:getl SaveTargeé_' DeieteTargel! | | .‘\dd-New'Sampiei F\ddSaved-S'ampaen Saye Sample.  Delete Sample ‘
Run Method

Target Mame Reporter Quencher Color Sample Mame Color
FEAEUAL SOl [50358 | [Fam - [none - [sample 1 o -

|50n0s [laoE ~|nFamee  ~ -
- Materials List NFO-MGE

ﬁ None
TAMRA

Wil Refer to page 19 of the Eurofins GeneScat

, Analysis GMOScreen RT 35S/NOS/IPC kit insert fo
reporter and quencher information

b S ]

Define Biological Replicate Groups

n Instructions: For each biological replicate group in the reaction plate, click Add Biological Group, then define the biological group.

| AdaBiclogical Group | - -

Biological Group Name Colaor Comments

s Tyt v sarps|

&«

& Home |50 Untitled x|



File Edit Instrument Analysis

[i] New Experiment - |25 Open

Tools Help

.. |l Save - £ Close | % Export. - &4 PrintReport..

Expenment Menu ¢

Experiment Properties

Plate Setup

Reaction Setup
Materials List

Run

_ Analysis

«

Experiment: Double Screen Type: Standard Curve Reagents: TagMan® Reagents 9)

]' Define §argets and Samples T Assign Targets and Sarmples ]

a Instrugions: Define the targets to quantify and the samples to test in the reaction plate.

Define argets Define Samples

Y Md-SaveuT'a:geiI s:;ureTarge»ti ne;ere'T'afgeti | mwewisammel Md.SéveﬂSamp’r&.ﬂ Save Sample;.  Delete Sample |
Target Mame - Reporter Quencher Color Sample Name Color
50355 | [Fam v [Mone 1 - |sample 1 -

50nos | NS + Inone - -

7

Refer to page 19 of the Eurofins GeneScan GMOScreen RT
35S/NOS/IPC kit insert for reporter and quencher information

Define Biological Replicate Groups

ﬂ Instructions:  For each biological replicate group in the reaction plate, click Add Biological Group, then define the biological group.

| Add Biological Group i Delete Biological Group

Biological Group Mame Color Comments

| Assign Targets and Sampics |

s e |
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File Edit Instrument Analysis Tools Help

New Experiment - [ Open.. | Save - 3 Close | &# Export. - £} Print Report..

Experiment Menu« | Experiment: Double Screen Type: Standard Curve Reagents: TagMan® Reagents Q_))

[ Define Targets and Samples T Assign Targets and Samples ]

a Instructions: Define the targets to quantify and the samples to testin the reaction plate.

Experiment Properties
Define Targets Define Samples
Plate Setup = = =
| Md-NewTatgﬂ Add'Saved-Ta!geti SaveTarga&_I De#e'teTargei! ‘ | Add-NewSamp%e' Hdd:Saved-Sampieﬂ Save Sample ‘
Run Method
Target Mame Reporer Quencher Colar Sample Mame Color
Reaction Setup [s0358 | [Fam + |None = [sample 1 N -
|50nos | lioE ~+ |Mone - v

NFQ-MGB

4
4
4

=@l Materials List
. [Farget 1] h | [Fam

Refer to page 19 of the Eu
Quaiysia 35S/NOS/IPC kit insert for re

fins GeneScan GMOScreen RT
orter and quencher information

-
O

(@ )

Define Biological Replicate Groups

n Instructions:  For each biological replicate group in the reaction plate, click Add Biological Group, then define the biological group.

| AddBiological Group |

Biological Group Name Caolar Comments

| s Targt anasonpes |

«

& Home |5 Untitled < |
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File Edit Instrument Analysis Tools Help

New Experiment - [ Open.. [ Save - 5 Close | &% Export. ~ £} PrintReport..
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